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A Comparative Study of Chinese and American CRISPR/Cas
Fields Based on Paper Analysis

SUN Jing-song, ZHENG Yan-ning, YUAN Fang

(Institute of Scientific and Technical Information of China, Beijing 100038)

Abstract: Clustered Regularly Interspaced Short Palindromic Repeats/CRISPR-associated proteins (CRISPR/
Cas) is a research hotspot in the field of gene editing and it is widely used in life science research, disease model
construction, drug research and development, and agricultural production. Based on the data of CRISPR/Cas
scientific papers from 2008 to 2018, this paper uses the method of bibliometrics to analyze the Sino-US CRISPR/
Cas technology from the perspectives of the number of publications, major country rankings, distribution of
cooperative countries, major research institutions and highly cited papers. The basic research progress in the field
is comparatively analyzed, aiming to provide certain reference for the government, scientific research institutions
and related enterprises.
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